Chaperonins are proteins involved in the successful folding of newly synthesized and transported proteins in bacteria, plastids, and mitochondria (Ellis, 1991; Gatenby, 1992) . There are two classes of chaperonins. The first class is represented by the 60-kD chaperonins (Cpn60 or GroEL in bacteria), which require the presence of the second class, the 10-kD chaperonins (CpnlO or GroES in bacteria), for their full biological functions. Until now, CpnlOs were known only in bacteria, with the exception of rat mitochondrial HsplO, homologous to the bacterial CpnlO, which was identified, purified, and partially sequenced very recently (Hartman et al., 1992b) . That CpnlO could also exist in plants was suggested by the identification of two nove1 Hsps of, respectively, 10 and 12 kD in mitochondria and chloroplasts of stressed barley tissues (Hartman et al., 1992a) .
We isolated an Arabidopsis thuliana cDNA clone, pAtIS81 (Table I) , showing a derived amino acid sequence with unequivocal positional identity with the prokaryotic and rat CpnlO homologs. It was shown to contain a continuous open reading frame coding for a protein of 98 amino acids. The translation initiation codon is preceded by an in-frame stop codon, indicating that the cDNA covers the complete coding region. The amino acid sequence comparison to the SwissProt protein sequence data base (Bairoch and Boeckmann, 1992) revealed similarity to the bacterial GroES chaperonins. Alignment of the pAtIS81 deduced amino acid sequence with those of severa1 bacterial CpnlOs and with the partia1 rat mitochondrial HsplO shows that 73% of a11 residues found in the deduced protein have an identical counterpart in one or more of the bacterial or rat CpnlO homologs. A large number of conservative substitutions are also observed. It should be noticed that no apparent transit peptide can be detected in the protein, indicating that it is probably cytoplasmic. This is, therefore, the first description of a eukaryotic 10-kD chaperonin cDNA and of the complete corresponding amino acid sequence.
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